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Supplementary Figure 1: Annotation of secondary structure elements
Annotation of secondary structure elements within the RecQ4 427-1116 structure based on the DSSP algorithm. Domain color code as in Figure 1 . Briefly: dark blue -HD1, light blue -HD2, olive -R4ZBD, gray -bridging helices. Helices are depicted as boxes. β-strands are represented by arrows. 3-10-helices are indicated by the symbol µ in italic. The ARL-sequence is highlighted by a red box and the Zn 2+ -coordinating residues are depicted in red. Regions which are not resolved in the structure are illustrated by dashed lines.
Supplementary Figure 2: Stereo-view of the R4ZBD
Stereo view of the the RecQ4-zinc-binding domain (R4ZBD) depicted in ribbon representation (Cα trace). The zinc ion is shown as a cyan sphere. The 2F o -F c omit electron density map is shown at 1σ (blue mesh).
Supplementary Figure 3: Confirmation of the bound Zn 2+ ion by anomalous difference maps
Position of the Zn 2+ ion within the R4ZBD. Zn 2+ -coordinating residues are illustrated and depicted in stick representation. Left: Zn 2+ ion in sphere representation. Middle: Anomalous electron density (blue mesh) at the Zn-peakenergy (1.2823 Å). Right: Anomalous electron density (red mesh) at low-energy (1.2831 Å). Both maps are shown at 10 σ. While there is a strong anomalous signal at the Zn-peak energy, the signal is strongly reduced for the energy below the absorption peak, confirming the identity of a Zn 2+ ion. Top 10 structural homologues of the DALI PDB search using the top half R4ZBD (aa 942-1032) against the PDB90 database.
Supplementary Table 1: DALI results for the entire R4ZBD
Top 10 structural homologs of the DALI PDB search for the entire R4ZBD (aa 863-1060). Matches were obtained from the PDB90 database.
Supplementary Table 2: DALI results for the top half R4ZBD
The top 10 structural homologs of the DALI PDB search for the top half R4ZBD (aa 942-1032). Matches were obtained from the PDB90 database. 10 2z9o-A 5.6 3.2 Å 72 6 Replication / DNA *according to the PDB classification Top 10 structural homologues of the DALI PDB search using the full R4ZBD (aa 836-1060) Top 10 structural homologues of the DALI PDB search using the top half R4ZBD (aa 942-1032) against the PDB90 database.
